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Bola zaregistrovana v roku 2007 novy gén pri pSenici Glu-1D 12.3 pod ¢islom EF472958
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V ¢om vidite uplatnenie
vysledkov tohto projektu:

Objavenie a popis novych doteraz nepopisanych vysokomolekulovych gluteninovych
podjednotiek pSenice dava moZnost’ odhal’ovania funkénych vlastnosti novych génov
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Charakteristika vysledkov
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Suhrn vysledkov rieSenia projektu a naplnenia ciel’ov projektu (max. 20 riadkov) - slovensky:

V ramci rieSenia projektu boli vykonané nasledovné experimenty a dosiahnuté vysledky:
-identifikacia a charakterizacia 46 eurépskych krajovych odrod a 43 slovenskych krajovych

a registrovanych odréd podl’a bielkovinového profilu v SDS-PAGE

-objavené nové zasobné bielkoviny : 3 nové proteiny na lokuse Glu-1B (Kotte, Saumur d”Automne)

a jeden novy protein na lokuse Glu-1D (Noe)

-charakterizacia krajovych a starych odrod pSenice a pSenice vlastniace nové HMW gluteninové
podjednotky pomocou HPLC techniky, ktora urci kvantitativny obsah zasobnych bielkovin v liniach
s vysokou kvalitou (pomer gliadinov a gluteninov pomocou SE-HPLC metod, pomer HMW-GS

a LMW-GS a kvantitativny HMW profil pomocou RP-HPLC)

-charakterizacia funkénych vlastnosti miky vybratych linii vlastniacich nové proteiny (Kotte)
-charakterizacia nového génu PCR analyzami, s pouZitim Specifickych primerov pre N-koncovi, C-
koncovu a opakujuce sa oblasti HMW-GS génov v 1okuse Glu-1D pri odrode Noe

-novy gén pri l6kuse Glu-1D bol zaregistrovany v databaze pod ¢islom (1Dy12.3 — Genbank, EF 472958)
-porovnali sme vSetky zname sekvencie (Dy10 a Dy12) v databaze s novym génom pri 7. aestivum
Ciele projektu boli naplnené, vysledky rieSenia boli ziiroené publikovanim, pricom najvyznamnejsie
su 2 prispevky zverejnené v karentovanom ¢asopise, vyZiadana prednaska na svetovom podujati
»EUCARPIA* a niekol’ko prispevkov na konferenciach a seminaroch v zahranici a tieZ vypracovana

jedna diplomova praca a doktorandsky Stidium.

Suhrn vysledkov rieSenia projektu a naplnenia ciel’ov projektu (max. 20 riadkov) - anglicky:

There were realized experiments and achieved followed results:

-identification and characterization of 46 European wheat landraces and 43 Slovak landraces and

registered cultivar by SDS-PAGE to determine the composition of HMW-GS

-novel storage proteins encoding HMW-GS: 3 novel proteins at the locus Glu-1B (Kotte, Saumur

d Automne) and one novel protein at the locus G/u-1D(Noe)

~characterization of wheat landraces and old varieties and landraces with novel HMW-GS by using

different HPLC techniques-determination of quantitative storage protein composition of lines with

E‘uperior quality attribute (glutenin to gliadin ratio using SE-HPLC methods, HMW to LMW GS ratio
nd quantitative HMW-GS profile) using RP-HPLC method)

~characterization the functional properties of some selected lines with novel proteins (Kotte)

~characterization of novel gene by PCR analysis using primers specific for the N-terminal, C —terminal,

land repetitive regions of HMW —GS genes at the locus Glu-1D-genotype Noe

-new gene at the locus Glu-1D was registered (1Dy12.3 — Genbank, EF 472958)

-the derived amino acid sequence was compared with the amino acid sequences of the HMW glutenin
subunits Dy10 and Dy12 of 7. aestivum.

The goals of this project have been fulfilled and results have been used by publishing. The most
important were 2 paper published in journal included into the Current Content, required lecture in the
conference ,, EUCARPIA%, several contributions in conferences and also thesis for diploma and PhD.
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