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Na ktorych pracoviskach bol
projekt rieSeny:

Ustav fyzioldgie hospodarskych zvierat SAV

Ustav molekularnej biologie SAV, Bratislava

Ktoré zahrani¢né pracoviska
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(nazov, $tat):
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alebo uzitkové vzory
vychadzajuce z vysledkov
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Publikacie (knihy, ¢lanky,
prednasky, spravy a pod.)
zhriujice vysledky projektu
(uved’te i publikacie prijaté
do tlace alebo pripravované):

Uvaddzajte maximadlne pat’
najvyznamnejSich publikdcii.

T. Tothova, P. Prista§ a P. Javorsky : Application of a marker rescue system for monitoring
horizontal gene transfer from Bt 176 maize to phytopathogenic bacterium Erwinia stewartii 1082
(zaslané do tlace J. Appl. Microbiol.).

T. Tothova, M. Piknova, S. KisSidayova, P. Javorsky and P. Prista$: Distinctive archaebacterial
species associated with anaerobic rumen protozoan Entodinium caudatum. Folia Microbiologica
(akceptované do tlace).

Timea Tothova, Andrej Godany, Peter Javorsky, Peter Pristas: Restriction and modification
systems in soil streptomyces. Biologia, Bratislava, 62/4, 381-385,2007

Svetlana Kisidayova, Zora Varadyova, Katarina Mihalikova: High efficient galvanotaxis apparatus
for cleaning and concentrating rumen ciliates. Folia Microbiol., 52/6, 637-640, 2007.

Timea To6thova, Peter Pristas, Peter Javorsky: ANALYZA RIZIKA PRENOSU GENOV Z GMO KUKURICE DO
ERWINIE STEWARTIL In: Biologicka bezpecnost’ a agropotravinarstvo ‘07. Zbornik referatov z celostatneho odborného
seminara cyklu Biologickad bezpecnost, konaného dna 18.aprila 2007 v Nitre, ISSBN: 978-80-8069-926-0 s. 64-70

V ¢om vidite uplatnenie
vysledkov tohto projektu:

Ziskané vysledky sa daju pouzit’ pri odhade miery rizika prenosu cudzorodych génov z GMR do
mikroorganizmov zivotného prostredia a ich d’alSieho Sirenia.

Podpisom zaverec¢nej karty rieSitel’ vyjadruje svoj stihlas ku zverejneniu udajov v nej uvedenych.

Podpis riesitela: .........
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Charakteristika vysledkov
|Evidenéné ¢islo: APVT-51-007604 |

Sthrn vysledkov rieSenia projektu a naplnenia cielov projektu (max. 20 riadkov) - slovensky:

Pri testovani prenosu cudzorodych génov z GM kukurice Bt176 do vybranych podnych mikroorganizmov,
vratane podneho prvoka Kahliella spp., sme v naSich in vitro experimentalnych podmienkach nezistili Ziadny
prenos funkcénych génov (vratane ich fragmentov).

Ziskané vysledky naznacuju, ze prirodzeny prenos génov z transgénnej kukurice (bla gén) do fytopatogénnych
baktérii Erw. stewartii nepredstavuje vel'ké riziko.

Na zéklade naSich pozorovani mézeme predpokladat’, Zze potencialny prenos génov z kukurice do sildznych
baktérii sa modze teoreticky realizovat’ len bezprostredne po zacati silazneho procesu, kedy je rastlinna DNA
eSte stabilna. Z uvedeného nésledne vyplyva, ze silaz pripravena z GM kukurice, ktora sa pouziva pri zimnom
skrmovani nemoéze byt’ zdrojom potencidlnych cudzorodych génov pre ich mozny prenos do baktérii
traviaceho traktu prezavavcov vratane, bachora.

V paralelnych dlhodobych ,,in vitro* kultivaénych experimentoch pocas ktorych boli bachorové ciliaty
kultivované na substratoch obsahujucich Bt-176 kukuricu sme nestanovili pomocou PCR prenos génov

v realnych podmienkach a Case.

Celkovo mozno konstatovat’, Ze realna frekvencia prenosu génov je extrémne nizka a nepredstavuje prakticky
ziadne riziko. KIicovym faktorom ktory urcuje frekvenciu prenosu je pravdepodobne dostupnost, teda
koncentracia vol'nej DNA v prostredi.

Podl'a nasho nazoru je potrebné, aby sa v podobnych experimentoch d’alej pokracovalo, aby sa riziko mozného
prenosu génov z GMR do mikroorganizmov Zivotného prostredia znizilo na absolutne minimum, ¢o vSak
vyZzaduje vyvoj novych priamych citlivejSich metod na stanovenie pritomnosti rekombinantnej DNA
v prirodnom prostredi.

Sthrn vysledkov rieSenia projektu a naplnenia ciel’ov projektu (max. 20 riadkov) - anglicky:

Within the testing of horizontal gene transfer from GM corn Bt176 into chosen soil microorganisms,
including soil protozoa Kahliella spp., we did not examine under our experimental conditions any function
genes transfer, (including their fragments).

The acquired results indicate that the natural genes transfer from the transgenic corn (bla gene) into
fytopathogenic bacterium Erw. stewartii does not represents high risk.

On the base of our observations we can suppose that the potential genes transfer from corn into the silage
bacteria can be realized only immediately after beginning of silage process, when the plant DNA 1is always
stables. From this we can conclude, that silage prepared from GM corn, which is used during the winter
period should not be a source of potential foreign genes for their possible transfer into the bacteria of
digestive tract of ruminants including the rumen.

In the parallel long-term ,,in vitro* cultivation experiments the rumen ciliates were fed by both the ground
Bt-maize corns and dried Bt-maize leaves. After 30 months, the total protozoal DNA isolated from GM corn
treated culture was examined for transfer events by PCR method targeted at bar and cry genes. No positive
signals were detected indicating lack of gene transfer from genetically modified Bt-maize to protozoa.

We can concluded that the real genes transfer is crushingly low and it practically does not represents any risk.
The key factor, which determines the transfer frequency is probably availability, thus the concentration of
free DNA within the environment.

According our opinion it is necessary to continue in similar experiments to decrease the risk of the potential
genes transfer from GMP into environmental microorganisms and to reduce those on minimum. This
required the development of new direct more sensitive methods for estimation the presence of recombinant
DNA in natural environs.
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