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V ¢om vidite uplatnenie
vysledkov tohto projektu:

Gény regulonu RpoE kritické pre patogenicitu si vhodnym miestom posobenia lie¢iv a vakein pri
liecbe salmonelodz, ako aj inych ochoreni spdsobenych pribuznymi Gram-negativnymi patogénmi.
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Charakteristika vysledkov

| Evidenéné &islo: APVT-51-012004 |

Suhrn vysledkov rieSenia projektu a naplnenia cielov projektu (max. 20 riadkov) - slovensky:

Pomocou dvoch komplementdrnych pristupov sme identifikovali subor génov zavislych na sigma faktore
RNA polymerazy RpoE, u ktorého bola preukazana kritickd uloha v patogenicite Sa/monella enterica serovar
Typhimurium. Rozrusenim tychto génov v chromozéme salmonely a charakterizaciou mutantov vo vzt'ahu
k patogenicite v mySom modeli ako aj pri infekcii makrofagov sme dokézali kriticki ulohu viacerych
identifikovanych génov v patogenicite salmonely v neskorych $tadiach infekcie a rozSireni v hostitel'skom
organizme. Charakterizovali sme promotory tychto génov. Ich expresiu bola indukovana v stresovych
podmienkach. Porovnanim sekvencii tychto promdétorov sme navrhli konsensus sekvenciu GGAACTT-N15-
GTCTAA. Mutagenézou sme identifikovali kritické nukleotidy v tychto oblastiach RpoE-zavislych
promotorov. Charakterizovali sme interakciu sigma faktora RpoE s rozpoznavanym promotorom
a identifikovali mutanta v géne rpoE, ktory produkoval mutantny sigma faktor RpoE s relaxovanym
rozpoznavanim promotorov.

Suhrn vysledkov rieSenia projektu a naplnenia ciel’ov projektu (max. 20 riadkov) - anglicky:

Sigma factor of RNA polymerase RpoE has been shown critically importnat in pathogenesis of Salmonella
enterica serovar Typhimurium. Using two complementary approaches, a collection of genes dependent upon
RpoE has been identified and subsequently characterized. Disruption of the genes and their phenotypic
analysis in stress response and pathogenesis in mouse model and infection of macrophages revealed that many
of the genes played critical role in pathogenesis of salmonella in the late stages of infection and in the
dissemination in host organism. Promoters of the genes has been located and characterised. Their expression
was induced in stress conditions. Comparing nucleotide sequences of the promoters, a consensus sequence
GGAACTT-N15-GTCTAA of the RpoE-dependent promoters was established. Error-prone mutagenesis has
revealed critical nucleotides in these promoters. Interaction between sigma factor RpoE and its cognate
promoters was investigated. A new mutation in 7poE has been identified resulting in production of mutant
form of RpoE with relaxed recognition of promoters.
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