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Uplatnenie vysledkov projektu

V ramci projektu sa ziskala zbierka 97 dobre charakterizovanych kmeriov L. monocytogenes
z potravinarskeho retazca zameraného na tradi¢né spracovanie ov€ieho mlieka a masa.
Molekularna typizacia umoznila identifikovat kmene v porovnani s inymi podobnymi Studiami.
U skupiny perzistentnych kmeriov s vy§Sou rezistenciou na benzalkoniumchlorid (BAC) sme
identifikovali pritomnost molekularnej kazety bcrABC na plazmide a potvrdili schopnost’
adaptacie na subinhibiéné koncentracie BAC. Prehibenie poznatkov o $ireni rezistencie
vplyvom opakovaného uc&inku subinhibi¢nych koncentracii BAC a pochopenie genetickych
charakteristik rezistentnych kmefiov L. monocytogenes je nevyhnutné pre zdokonalenie
stratégie kontroly tohto neZiaduceho patogéna v potravinarskych prevadzkach.

CHARAKTERISTIKA VYSLEDKOV

Suhrn vysledkov rieSenia projektu a naplnenia cielov projektu v slovenskom jazyku
(max. 20 riadkov)

Ciefom rieSeného projektu bolo Studium faktorov, ktoré prispievaju k zvySenej schopnosti
niektorych kmernov L. monocytogenes lepSie prezivat v prostredi potravinarskych prevadzok.
Na sledovanie diverzity génov zodpovednych za rozdiely v prezivani sme ziskali a
charakterizovali subor 97 kmerov L. monocytogenes, v ktorom sme na zaklade molekularnej
sérotypizacie, Ascl/Apal-PFGE profilov a MLST identifikovali kmene perzistentné a
sporadicky sa vyskytujuce €o bolo cielom prvych dvoch etap rieSenia projektu.

V tretej etape sme sa zamerali na rezistenciu kmenov vo€i nebzalkoniumchloridu, naj¢astejSie
pouzivaného dezinfektantu. Charakterizaciu kmerfiov sem doplnili o uréenie tolerancie k BAC
a zamerali sme sa ha zname geény rezistencie na chromozome, ale hlavne na nedavno
identifikované gény na plazmide. U jednej skupiny perzistentnych (lla-2) a su¢asne BAC-
rezistentnych kmeriov sme identifikovali na plazmide bcrABC génovu kazetu. Sekvenovali sa
genomy dvoch vybranych perzistentnych kmenov L. monocytogenes a CiastoCne sme
charakterizovali ziskané sekvencie so zameranim na plazmidy. U kmerfia so znizenou
toleranciou BAC sa identifikovala delécia na plazmide zahffajuca bcrABC kazetu
zodpovednu za rezistenciu BAC.

V Stvrtej etape sme sa zamerali na Studium vybranych bcrABC-pozitivnych kmenov skupiny
lla-2, zmeny v tolerancii BAC po odstraneni plazmidov a u kmena s deléciou a vplyv BAC na
expresiu chromozomalnej efluxnej pumpy MdrL a jednotlivych génov plazmidovej génovej
kazety bcrABC. Ziskané poznatky su prispevkom k objasneniu mechanizmov veducich k
rezistencii, ale zaroven vyvolavaju potrebu dalSieho Studia.

Suhrn vysledkov rieSenia projektu a naplnenia cielov projektu v anglickom jazyku
(max. 20 riadkov)

The project was aimed at the study of the factors of increased ability of certain L.
monocytogenes strains to better surviving in food processing environments. For the study of
genes diversity responsible for differences in surviving, 97 L. monocytogenes strains isolated
from ewe’s milk and meat food processing facilities were characterised and based on
molecular serogrouping, Ascl/Apal-PFGE profiling and MLST were divided to persistent and
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sporadic, that was the task of first two workpackages.

In third workpackage, our work was aimed at the resistance to benzalkonium chloride (BAC),
the mostly used desinfectant. The strain characterization was completed by BAC tolerance
and known resistance genes on chromosome as well as recently identified plasmid-borned
genes. In one group of highly similar persistent and BAC-tolerant strains, plasmid-borne
bcrABC casette was identified. Whole-genome sequencing of two strains from the group with
different BAC-tolerance was performed and obtained sequences were characterized focusing
to plasmid and deletion including bcrABC casette was revealed in the strains with increased
sensitivity to BAC in comparison to bcrABC-positive strains.

Fourth workpackage was aimed at the study of selected bcrABC-positive strains of lla-2
group, BAC tolerance changes after plasmid curing and in the strain with deletion including
bcrABC casette and BAC induced expression of single genes of bcrABC casette and
chromosomal MdrL efflux pump. Obtained results present a contribution to understanding of
resistance mechanisms in L. monocytogenes and subject for future study.
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Svojim podpisom potvrdzujem, Ze Udaje uvedené v zaverecnej karte su pravdivé a uplné
a suhlasim s ich zverejnenim.

Zodpovedny riesitel Statutarny zastupca prijemcu
Ing. Eva Kaclikova, CSc. Ing. Mario Schrenkel

V Bratislave 21. 04. 2017 V LuzZiankach

" podpis zodpovedného riesitela podpis Statutameho zastupcu prijemcu
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