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V ¢om vidite uplatnenie
vysledkov projektu:

V ochrane prirody a taxonémii — poznanie genetickej diverzity a diferenciacie dvoch
chranenych druhov zivo¢ichov — medved’ a kamzik a jedného druhu polovnej zveri - jelen.
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Suhrn vysledkov rieSenia projektu a naplnenia cielov projektu (max. 20 riadkov) - slovensky:

Ciefom riesenia projektu APVV bol vyskum genetickej diverzity a diferenciacie populacii polovnej
zveri a chranenych druhov zivo€ichov — medved' hnedy, rys ostrovid, kamzik vrchovsky a jelen
lesny. V druhej polovici rieSenia projektu bola pozornost’ zamerana aj na svinu diva.

V prvej etape rieSenia sa preskimala geneticka diferenciacia populacii medved’a hnedého v ramci
Karpatského obluka pricom obe populacie — vychodokarpatska (rumunska) a zapadokarpatska
(slovenska) su navzajom vel'mi dobre diferencované a naviac v dosledku fragmentacie arealu
medveda na Slovensku sa zaznamenala existencia dvoch navzajom diferencovanych subpopulacii —
severoslovenskej a stredoslovenskej. Vychodokarpatska populacia sa vyznacuje aj vy$$im stupinom
genetickej diverzity nez zapadokarpatska.

Pre ochranarsku genetiku kamzikov sa ziskali vyznamné vysledky porovnanim troch poddruhov
kamzika vrchovského — karpatského, tatranského a balkanskeho s nominatnym poddruhom kamzika
vrchovského alpského. VSetky styri poddruhy si geneticky velmi dobre diferencované, avsak
pupulacia tatranského kamzika sa vyznacuje nizkou genetickou diverzitou.

Vysledky skimania genetickej difernciacie populacii jelena lesného z Karpat a prilahlych uzemi
poukazali na existenciu osobitného zhluku karpatskych populacii (Slovensko, Rumunsko, Ukrajina
a juzné Pol'sko), avSak mall na to, aby sme na zaklade mikrosatelitov nuklearnej DNA mohli vylisit’
poddruh Cervus elaphus montanus. Vysledky poukazali na perzistenciu génov nepévodnych druhov
jelennov v oblasti Vysokych Tatier.

Naopak, u svine divej sa dokazala veI'mi dobra geneticka diferenciacia populacii koreSpondujica

Suhrn vysledkov rieSenia projektu a naplnenia cielov projektu (max. 20 riadkov) - anglicky:

The aim of the research project was to investigate the genetic diversity and differentiation of four wildlife
species — red deer, brown bear, lynx and chamois. In the second period of the research project the attention has
also been paid to wild boar populations.

In the first part of the research project genetic differentiation of brown bear populations along the Carpathians
was investigated. Both populations — Westcarpathian (Slovakia) and eastcarpathian one (Romania) — are
geneticall well differentiatied and furthermore, due to the fragmentation of its Westcarpathian range, two
genetically well differentiated subpopulations were found — northern Slovakia and central Slovakia.
Eastcarpathian population is also characterized by the higher genetic diversity than the Westacrpathian one.

Significant results for conservation genetics of chamois were found by the comparison of three subspecies of
Rupicapra rupicapra — balcanica, carpatica and tatrica with the nominate subspecies R.r. rupicapra from Alps.
All four subspecies are genetically well differentiated; the population of R.r. tatrica is characterized by low
genetic diversity.

The results of the genetic diversity investigation of red deer populations from Carpathians and adjacent regions
have shown the significant cluster of Carpathian populations (Slovakia, southern Poland, Romania and
Ukraine), which was, however, insufficient for proving the subspecies status of Cervus elaphus montanus
based on microsatellites of nuclear DNA. The results have also shown the persistence of alien genes of non-
indigenous Cervus species in the High Tatras.

In contrast, very good genetic differentiation was found in wild boar populations corresponding with the
occurrence of two supposed subspecies of Sus scrofa — Sus scrofa scrofa and S.s. atilla.
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