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V ¢om vidite uplatnenie
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V evolucnej virologii a v taxonomii virusov, v diagnostickych laboratoriach SVaPS SR, pri
analyze epizootologickej situacie na urovni farmy, regiénu, Statu, EU.
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Suhrn vysledkov rieSenia projektu a naplnenia cielov projektu (max. 20 riadkov) - slovensky:
Sekvenovanim celého gendmu pestivirusu izolovaného z uhynutého kamzika v Pyrenejach sa zistilo, Ze
RNA gendm je zlozeny z 12305 nukloetidov. ORF kodujuci protein zlozeny z 3895 aminokyselin je
ohraniCeny 5°-UTR, ktory je dlhy 376 nt a 3'-UTR dlhym 232 nt. Fylogeneticka analyza potvrdila, Ze kamzi¢i
pestivirus bol typizovany ako border disease virus genotyp 4 (BDV-4).

Pri typizacii BVDV izolatov z Francuzska sme objavili novy subtyp BVDV-1l, ¢o rozSiruje naSe poznatky
o diverzite pestivirusov. BVDV izolaty zo Slovenska sa zoskupili do 4 znamych BVDV-1 subtypov.
U hovadzieho dobytka sme na Slovensku potvrdili v Eurépe vzacny izolat BVDV-2b a u oviec po prvy krat
na nasom uzemi BDV-3. BVDV izolaty z HD z Rakuska patria do 8 BVDV-1 subtypov, dva izolaty boli
typizované ako BVDV-2 ajeden ako BDV. BVDV-1 izolaty z HD z Indie boli typizované ako BVDV-1b,
u oviec bol potvrdeny aj BVDV-2, u himalajskych jakov — BVDV-1, CSFV kmene padli do skupiny 1.1.

Po prvy krat sme dokazali vyskyt PCV-2 u prasiat na Slovensku. Virusové kmene boli typizované ako PCV-
2b, kluster 1A ajeden izolat ako PCV-2a, kluster 2D. Analyza izolatov bovinného koronavirusu zo
Slovenska a Rakuska urobena v S1 oblasti genému ukazala, Ze izolaty su si velmi podobné. PRRSV izolaty
zo Slovenska patria do EU genotypu 1, subtyp 1. U dvoch izolatov sme po prvy krat pozorovali extrémnu
dizku ORF7 — 399 nt.

Na detekciu PCV-2 v klinickych vzorkach sme vyvinuli novy diagnosticky test na baze LUX PCR. Tento real-
time PCR test detegoval uz 20 virusovych partikul a bol Specificky pre PCV-2.

Uvedené vysledky su uzitocné pre Studium evolucie virusov, pre rozvoj molekulovej epizootolégie a pre
skvalitnenie laboratornej diagnostiky vyznamnych virusovych nakaz.

Vsetky vytyCené ciele projektu boli splnené.

Suhrn vysledkov rieSenia projektu a naplnenia cielov projektu (max. 20 riadkov) - anglicky:

The sequencing of full genome for a pestivirus isolated from dead Pyrenean chamois revealed that RNA
genome is composed of 12305 nucleotides. The ORF encoding a polyprotein which is composed of 3895
amino acids is flaked with 376 nt of 5-UTR and 232 nt of 3"-UTR. Phylogenetic analysis confirmed that the
chamois pestivirus was typed as border disease virus genotype 4 (BDV-4).

The analysis of French BVDV isolates led to the discovery of new BVDV subtype — BVDV-1I, suggesting
higher diversity of pestiviruses. BVDV isolates from Slovakia were grouped into 4 well-known BVDV-1
subtypes. In Slovakia, BVDV-2b isolate, which is rare in Europe, was also identified in cattle. In addition,
BDV-3 was identified in Slovak sheep for the first time. BVDV isolates from Austrian cattle segregated into
eight BVDV-1 subtypes, two isolates were typed as BVDV-2, one isolate as BDV. Cattle BVDV-1 isolates
from India were typed as BVDV-1b, BVDV-2 was confirmed in sheep, BVYDV-1 in Himalayan yaks, CSFV
isolates were typed as group 1.1.

PCV-2 was confirmed in Slovak pigs for the first time. Viral isolates were mostly typed as PCV-2b, cluster
1A, one isolates as PCV-2a, cluster 2D. The genetic analysis of bovine coronavirus isolates originating from
Slovakia and Austria carried out in S1 genomic region indicated that the isolates were very similar. PRRSV
isolates from Slovakia belong to EU genotype 1, subtype 1. The extreme length polymorphism of ORF7 -
399 nt — was observed in two PRRSV isolates.

A new diagnostic assay based on LUX PCR was developed for the detection of PCV-2 in clinical samples.
The assays detected 20 viral particles and it was specific for PCV-2.

Presented results are useful for study of virus evolution, development of molecular epidemiology and better
laboratory diagnosis of significant virus infections.
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