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Uplatnenie vysledkov projektu

Doktorandka RNDr. Marianna Reblanova vypracovala dizertaCnu pracu s nazvom
.Karyosystematika motolic ¢eladi Fasciolidae a Echinostomatidae (Trematoda), fylogeneticky
blizkych parazitov udi, prezavavcov a vtakov“ ktora bola odovzdana na Prirodovedecku
fakultu UK v Bratislave dfia 28.05.2012. Termin jej obhajoby je stanoveny na 30.06.2012,
traja oponenti uz zaslali kladné posudky a je realna Sanca, Ze praca bude Uuspesne obhajena.

CHARAKTERISTIKA VYSLEDKOV

Suhrn vysledkov rieSenia projektu a naplnenia cielov projektu v slovenskom jazyku
(max. 20 riadkov)

Boli opisané karyotypy 8 motolic (Trematoda) pribuznych ¢eladi Fasciolidae a
Echinostomatidae a u vSetkych druhov bola zistena chromozomalna lokalizacia
ribozomalnych génov (NOR). Karyotypy Fasciola hepatica (2n=20) a Fascioloides magna
(2n=22) sa odliSovali v diploidnom pocte, zastipeni jednoramennych a dvojramennych
chromozdmov a v morfoldgii prvého paru, ktory bol dlhy a dvojramenny u F. hepatica a kratsi
a jednoramenny u F. magna. Karyotyp F. magna preto mdze byt povazovany za ancestralny.
Odlisné bolo aj ulozenie NOR na 5. pare u F. hepatica a 10. pare u F. magna, ¢o je v sulade
so zaradenim motolic do réznych rodov. Druhy rodu Echinostoma (E. revolutum, E. myigawai,
Echinostoma sp. ,spiniferum®) boli charakterizované suborom 22 chromozémov,
jednoramennym parom &. 1 a lokusom rDNA uloZzenym na 3. pare. DalSie tri druhy
echinostdm mali 2n=20 a par €. 1 dlhy a dvojramenny a NOR rézneho poctu a lokalizacie:
Isthmiophora melis (NOR na 7. pare), Hypoderaeum conoideum (NOR na 8. pare) a
Echinoparyphium aconiatum (dva NOR na 3. a 8. pare). Vysledky vyskumu a literarna reser$
o karyotypoch dokladuju blizky vztah ¢eladi Fasciolidae a Echinostomatidae. Ich zastupcovia
mali rovnaké pocty chromozémov (2n=14-22, najCastejSie 20), stredné az velké
chromozémy, prvy par chromozomov dvojramenny a dihy u vaésiny druhov (vynimkou boli
rody Fascioloides a Echinostoma s 2n=22) a jednoramenné pary prevazovali u vacsiny
druhov. Uvedena pribuznost cytogenetickych charakteristik je v sulade so su¢asnymi
poznatkami molekularnej kladistiky o monofyletickom pévode oboch ¢eladi.

Suhrn vysledkov rieSenia projektu a naplnenia cielov projektu v anglickom jazyku
(max. 20 riadkov)

Karyotypes of 8 flukes (Trematoda) of related families Fasciolidae and Echinostomatidae
have been described and ribosomal genes (NOR) were localised on chromosomes of all
species. The karyotypes of Fasciola hepatica (2n=20) and Fascioloides magna (2n=22)
differed in number, rate of one- and two-armed chromosomes, and in morphology of the first
pair which was long and two-armed in F. hepatica and shorter and one-armed in F. magna.
The F. magna karyotype may be considered ancestral. The location of NOR differed widely
being on the pair 5 of F. hepatica and 10 of F. magna that is in accordance with the
classification of the flukes in different genera. Species of the genus Echinostoma (E.
revolutum, E. myigawai, Echinostoma sp. ,spiniferum®) were characterised by a set of 22
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chromosomes, one-armed pair No. 1, and the NOR on pair 3. Another three echinostomatid
species had 2n=20, long and two-armed pair No. 1, and variable number and location of
NORs: Isthmiophora melis (NOR on No. 7), Hypoderaeum conoideum (NOR on No. 8), and
Echinoparyphium aconiatum (two NORs on Nos. 3 and 8). The current research and a
complete set of cytogenetic literature documented well the close relationship of Fasciolidae
and Echinostomatidae, both having equal chromosome numbers (2n=14-22, most often 20),
medium to long chromosomes, the two-armed and long pair No.1 in majority of species
(except the genera Fascioloides and Echinostoma with 2n=22), and the predominance of one-
armed pairs at nearly all species. This relationship is consistent with results of the current
molecular cladistic analyses on monophyletic origin of the two families.
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Svojim podpisom potvrdzujem, Ze Udaje uvedené v zaverecnej karte su pravdivé a uplné
a suhlasim s ich zverejnenim.

Zodpovedny riesitel Statutarny zastupca prijemcu
RNDr. Marta épakulové, DrSc. doc. MVDr. Branislav Petko, DrSc.
V Kosiciach 30.07.2012 V KoSiciach 30.07.2012
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