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CHARAKTERISTIKA VYSLEDKOV

Suhrn vysledkov rieSenia projektu a naplnenia cielov projektu v slovenskom jazyku
(max. 20 riadkov)

Ciefom vyskumu bolo optimalizovat rychle, spolahlivé a usporné molekulovo-genetické
metody pre identifikaciu polymorfizmu kandidatskych génov CAPN1 a CAST jemnosti masa
prezuvavcov a analyzovat geneticku Strukturu v populacii hovadzieho dobytka. Pre analyzu
genetickej Struktury vybranych plemien sme vybrali Styri markery génu CAPN1 (CAPN316,
CAPN530, CAPN4685, CAPN4751) a tri markery génu CAST (CAST-T1, CAST-UoG, CAST-
WSU). Pre identifikaciu zastupenia jednotlivych alel a genotypov zvolenych markerov sme
optimalizovali molekulovo-genetické metody PCR-RFLP, ARMS-PCR a HRMA. Na zaklade
genetickej analyzy populacii plemien charolais, holstein, slovenského strakatého plemena a
slovenského pinzgauského plemena sme porovnali zastupenie preferovanych genotypov
analyzovanych markerov. NajpriaznivejSie vysledky frekvencie preferovanych genotypov boli
zistené pri plemene holstein. Ziskané vysledky koreSponduju so zastupenim preferovanych
genotypov uvedenych markerov v mliekovych plemenach analyzovanych v zahraniénych
Stadiach. Porovnanim nasich narodnych plemien bola zistena zvysena frekvencia
preferovanych genotypov v populécii slovenského pinzgauského plemena pred slovenskym

analyzovanych populacii Styroch plemien.

Suhrn vysledkov rieSenia projektu a naplnenia cielov projektu v anglickom jazyku
(max. 20 riadkov)

The aim of our work was optimize fast,reliable and efficient mollecular methods for
identification of polymorphism for candidate genes CAPN1 and CAST of tenderness meat in
ruminants and to analyze the genetic structure in population of cattle. We chosen four
markers of CAPN1 gene (CAPN316, CAPN530, CAPN4685, CAPN4751) and three markers
of CAST gene (CAST-T1, CAST-UoG, CAST-WSU) for analysis of genetic structure of
selected breeds. We detected the genetic structure of selected breeds by using molecular-
genetic methods such as PCR-RFLP, ARMS-PCR and HRMA. On the base of the genetic
analysis for populations of breeds Charolais, Holstein, Slovak spotted breed and Slovak
Pinzgau breed, we compared the representation of preferred genotypes of the analyzed
markers. The most favorable results of frequencies for preferred genotypes were found in
Holstein breed. Our results correspond with the representation of preferred genotypes of
these markers in dairy breeds analyzed in a foreign studies. Comparing of our national breeds
was found increased frequency of preferred genotypes in a population of the Slovak Pinzgau
breed before the Slovak spotted breed, which had the lowest representation of preferred
genotypes from the analyzed populations of four breeds.
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Svojim podpisom potvrdzujem, Ze Udaje uvedené v zaverecnej karte su pravdivé a uplné
a suhlasim s ich zverejnenim.

Zodpovedny riesitel Statutarny zastupca prijemcu
doc. Ing. Anna Trakovicka, CSc. Dr.h.c. prof. Ing. Peter Bielik, PhD.
V Nitre 27.9.2012 V Nitre 27.9.2012

" podpis zodpovedného riesitela podpis Statutameho zastupcu prijemcu
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