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Uplatnenie vysledkov projektu

Vysledky projektu sa uplatnia pri tvorbe narodnych zoznamov ohrozenych rastlin a pri
priprave prislusnej legislativy.

CHARAKTERISTIKA VYSLEDKOV

Suhrn vysledkov rieSenia projektu a naplnenia cielov projektu v slovenskom jazyku
(max. 20 riadkov)

Rod Picris (Compositae) zahffa niekolko taxonomicky kritickych skupin blizko pribuznych
druhov so zlozitou vnutrodruhovou variabiliou. V ramci projektu sme sa zamerali na druhy z
okruhu P. hieracioides pochadzajlce z Eurdpy a Azie, predovsetkym na morfologicky
extémne varaibilny druh P. hieracioides (Eurdpa a Mala Azia), ako aj na P. hispidissima
(zapadny Balkan), P. olympica (Turecko), P. japonica a P. nuristanica (oba Azia). Celkovo
sme analyzovali 140 populacii pomocou morfometrickych, karyologickych (pocitanie
chromozdémov, prietokova cytometria) a/alebo genetickych metéd (polymorfizmus dizky
amplifikovanych fragmentov — AFLP, jadrové a chloroplastové sekvencie). Vysledky
morfologickych a AFLP analyz ukazali, ze druh P. hieracioides je tvoreny dvoma odliSnymi
biologickymi jednotkami - poddruhmi, P. h. subsp. hieracioides a P. h. subsp. umbellata.
VSetky genetické markre odhalili komplikovanu geneticku variabilitu skumanych taxénov,
ktoreé boli vyrazne ovplyvnené introgresiou. Z karyologického pohladu su vsetky analyzované
druhy diploidné s po&tom chromozémov 2n=2x=10, av8ak u P. hieracioides boli velmi vzacne
najdené aj triploidné a tetraploidné jedince. Neo&akavane velka variabilita v absolutnom
obsahu DNA bola najdena u druhov P. hieracioides, P. olympica a P. hispidissima. Ziskali
sme aj 87 fytocenologickych zapisov oboch poddruhov P. hieracioides z celého Uzemia
Karpat. Predbezné vysledky naznacuju, Ze sa podruhy odliSuju ich autekologickymi
chrakteristikami. Studované druhy z okruhu P. hieracioides predstavuju skupinu geneticky,
morfologicky a karyologicky blizko pribuznych druhov, ktorych dynamicka a nedavna evolucia
bola vyznamne ovplyvnena intenzivnou a opakovanou hybridizaciou.

Suhrn vysledkov rieSenia projektu a naplnenia cielov projektu v anglickom jazyku
(max. 20 riadkov)

The genus Picris (Compaositae) comprises several taxonomically critical groups of closely
related species often with complex infraspecific variation. We focused on taxa of the P.
hieracioides complex from Europe and Asia, in particular on morphologically extremely
variable P. hieracioides (Europe and Asia Minor), but also on P. hispidissima (Western
Balkan), P. olympica (Turkey), P. japonica (Asia) and P. nuristanica (Asia). Up to 140
sampled populations were examined using multivariate morphometric, karyological (flow
cytometry, chromosome counting) and/or genetic analyses (amplified fragment length
polymorphism — AFLP, nuclear and chloroplast DNA sequences). Morphological and AFLP
analyses revealed two entities within P. hieracioides, which are now recognized as
subspecies, P. h. subsp. hieracioides and P. h. subsp. umbellata. All genetic markers
revealed complex genetic pattern within and among all analysed taxa which were strongly
affected by introgression. From the karyological view point, all studied taxa are diploids with
2n=2x=10, but very exceptionally triploids and tetraploids were detected in P. hieracioides.
Unexpectedly large genome size variation was found in P. hieracioides, P. olympica and P.
hispidissima. We made also 87 phytosociological relevés on P. hieracioides from the
Carpathians and preliminary results of their analysis indicate that the two subspecies differ in
their autecological characteristics. Studied taxa from the P. hieracioides complex represent a
group of genetically, morphologically and karyologically closely related entities that have
undergone highly dynamic and recent evolution pronouncedly influenced by extensive and
recurrent hybridization.
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Svojim podpisom potvrdzujem, Ze Udaje uvedené v zaverecnej karte su pravdivé a uplné
a suhlasim s ich zverejnenim.

Zodpovedny riesitel Statutarny zastupca prijemcu
prof. RNDr. Karol Marhold, CSc. RNDr. Ivan Jarolimek, CSc.

V Bratislave 08. 04. 2013 V Bratislave 08. 04. 2013

" podpis zodpovedného riesitela podpis Statutarneho zastupcu prijemeu
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